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junction; 

b) contacting undeNaucleic acid amplification conditions: 
the first single-stranded fusion nucleic acid, 

a firmer [capable of hybridizing] which hybridizes to the fusion nucleic acid at 
a first primer binding site located 3' to the splice junction site, and 
at least one nucleic acid polymerase activity; 

c) amplifying the fusion nucleic a\i in [a] an isothermal nucleic acid amplification reaction using the 
first primer to produce a plurality of second\cleic acid strands complementary to at least a portion of the 
first single-stranded fusion nucleic acid that co\ains the splice junction site, wherein each second nucleic 
acid strand comprises: 

a complementary splice junction Site, 

a first probe binding site lqca\l 3'lo and not overlapping the complementary 

splice junction site, and 

a second probe binding site^Se^i 5 1 to and not overlapping the complementary 
splice junction site, wherein the second probkbinding site overlaps or is located 3' to 
sequence complementary to the first primer binding site; 

d) hybridizing the second nucleic acid strands with an oligoWleotide probe under hybridization 
conditions [that permit hybridization of] Injvhich the probe bybr^es\the first or the second probe 
binding site, thereby forming a probe:target hybrid; and 

e) detecting the probe:target hybrid as an indication of the presenc\of the fusion nucleic acid in the 

sample. 




2. (Amended) The method of Claim 1 , whereinNhe first single-stranded fusion nucleic acid is an mRNA, 
the first primer is a promoter-primer, the polymerase^ comprises an RNA polymerase activity, and 
the oligonucleotide probe is of the same sense as the mR^d V» capable of binding] r*ds to the first 
probe binding site. 
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3 (Amended) The methoSof Claim 1 , wherein the first single-stranded fusion nucleic acid ,s a mRNA, 
wherein the second nucleic a\strands are complement RNA, and further comprising confaCng the 
second nucleic acid strand with\econd primer or promo.er-primer [capable of hybridizing] wM 
hvbridize s ,o a second primer bindi\site located 3' to both the complementary splice junction and the tart 
probe binding site, and wherein the anting step uses an RNA polymerase [activitiy] acMt, a DMA- 

irected DNA polymerase activity and anWdirected DNA polymerase activity. 

4 (Amended) The method of Claim 1 , where\he oligonucleotide probe [is capable of binding] -*ds to 
the second probe binding site and [incapable of fo\ng] mMM * stable hybridization complex with 
the first single-stranded fusion nucleic acid. 

5 (Amended) The method of Claim 1 , wherein the fusion\cleic acid is a refusion mRNA and 
wherein the oligonucleotide probe [is capable of binding] *ds\ a to-derived nucleotide base sequence 
in the second nucleic acid strands. 

6. (Amended) The method of Claim 1 , wherein step a) further comprises preparing the sample containing 

the fusion nucleic acid by: 

contacting a biological sample comprises, the fusion nucleic acid with a solution compns,ng: 

a buffer, \^ 
about 150 mM to about 1 M of v a soluble salt, 
about 0.5% to about 1 .5% (v/v/M a n|-ionic detergent, and 

d oligonucleotide comprising a 
forms , directly or indirectly, a stable 




a solid support to which isjoine 
nucleotide base sequence [capable of fo 



\ 
an 



immobilize 



Vich 



hybridization complex with an RNA under conditions permitting the formation of the stable 

hybridization complex; and \ 

separating the hybridization complex joined Ue solid support from unhybridized 
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sample compone 





^I^^M^Mg fusion mRNA~W>uced as a resutt of a chromosomal 

translocation, comprising: \ 

a) providing a sample containing a fu\ion mRNA transcript comprising a splice junction; 

b) contacting under isothermal nucleic dcid amplification conditions: 
the fusion mRNA transcript, 

a first primer [capable of hybridizing] whic^^ the fusion mRNA 
transcript at a first primer binding site\derived from a first chromosomal region and located 

3' to the splice junction site, and \ 

at least one enzyme having nucleic acid polymerase activity; 

c) amplifying the fusion mRNA transcript in a nucleoid amplification reaction that uses the first 
primer to produce a plurality of second nucleic acid strands Complementary to at least a portion of the 
fusion mRNA transcript containing the splice junction site, wheV^ ^second nucleic acid strand 
comprises: 

a complementary splice junction site, 

a first probe binding site located 3' to a^ovgil^ing the complementary 
splice junction site, wherein the first probe binding site Is derived from a second 

chromosomal region, and \ 

a second probe binding site located 5' to and not overlapping the complementary 
splice junction site, wherein the second probe binding siteNs derived from a third 
chromosomal region and overlaps or is located 3' to sequence complementary to the first 

primer binding site; \ 
d) hybridizing the second nucleic acid strands with an oligonucleotide probe [capable ot hybridizing] 
which hybridizes to the second nucleic acid strands at the first or the second probe i binding site but 
[incapable of hybridizing] doesMMffi? *> *» Won transcript, thereby forming a hybridizaton 
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lex of the probe and the second nMacLd strand; and 

e) detecting the hybridization oo^s an indication of the presence of the fusion transcript in 
the sample. \ 

A \ 

^(Amended) The method of Claim 9, wher^he amplifying step uses only a first primer that is a 
Remoter primer and the enzyme has an RNA P ol>r^e activity, and wherein the hybridizing step uses 
an oligonucleotide probe [capable of hybridizing] which hybfMzesto the second nucleic acid at the first 

probe binding site. _ . . • ■ 




"16. (Amended) The method of Claim 9, wherein the amplifying step uses an RNA polymerase activity, a 
DNA-directed DNA polymerase adMty. and a>FM-directed DNA polymerase activity, and further uses a 
second primer or promoter primer [capable of hybrWi^lwMMDto under amplification conditions 
to a nucleotide sequence of a complementary RNA oroducVduring the amplifying step. . 




18. (Amended) The method of Claim 9, further comprising the steps of amplifying an internal control 
transcript in the sample by using thekprimer and then hybridizing a second oligonucleotide prcbe 
[capable of hybridizing] uhich hybridizes (o^ie complement of the internal control transcript but [incapable 
of hybridizing] Hoes not hybridize to the comp^ent of the fusion mRNA transcript thereby forming in 
internal control hybridization complex, and detect^ presence of the internal control hybridization 
complex in the sample, thereby providing an internal standard. 



19. 




(Amended) A method of preparing a\mple containing RNA suitable for amplification, comprising the 



a) providing a biological sample comprisifig uifurified RNA; 

b) mixing the biological sample with a soluSipWmprising: 
a buffer at a pH of about 6.5 tosbout 8.5, 
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